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Using MateSel with Combined LAMBPLAN ASBVs

Background: MateSel is a mating allocation tool that helps breeders optimise genetic gain
while managing inbreeding and co-ancestry. It uses Australian Sheep Breeding Values (ASBVs)
and pedigree data to generate optimal mating outcomes based on your breeding objective
and level of inbreeding you define. MateSel needs to be run using an index, and currently,
there are no indexes available for Combined LAMBPLAN as indexes will be the last tier
released following all other individual traits being released and available.

Recommended interim solution: Given the expected progeny from

Click here to your MateSel output will be evaluated using the Combined
access MateSel LAMBPLAN analysis, it's recommended to run MateSel using the
user instructions Combined LAMBPLAN breeding values where available. This will

require a dual approach in MateSel, using the current
Page 19 has Terminal/Maternal selection indexes, as well as using available

LUEEELELEEL A Combined LAMBPLAN ASBVs. Combined LAMBPLAN ASBVs can be
a custom column . . .
uploaded using a custom column into MateSel and then applying
trait weightings when setting up your run parameters.

Creating your animal list with Combined LAMBPLAN ASBVs:

1. Searching your animals on the Combined LAMBPLAN analysis on the SG website

Combined LAMBPLAN - A research multibreed evaluation!

The one-stop shop for the genetic evaluation of terminal and maternal genetics for lamb production. This is a research analysis which currently
includes growth, carcase, and eating quality traits. For more information/resources on the research Combined LAMBPLAN analysis please click
here.

I'ma breeder = ,Iwanttosearch Combined LAMBPLAN - All - .

Find | individual animals | or filter | animals by criteria

2. Filter for the ASBVs you want, then click the ‘export’ button to your email your results in

an excel file. Check the analysis date as Combined LAMBPLAN is not run every 2 weeks.

Combined LAMBPLAN - A research multibreed evaluation!

The one-stop shop for the genetic evaluation of terminal and maternal genetics for lamb production. This is a research analysis which currently
I'm a breeder, I want to search Combined LAMBPLAN - All.

Fillers 5025  maLE EDIT SEARCH

Viewing 20 of 66,801 animal results Analysis: 16,/02/2026 oy EXPORT
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https://www.sheepgenetics.org.au/globalassets/sheep-genetics/resources/brochures-and-fact-sheets/matesel_instructions_2022.pdf
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3. You can edit the excel file, removing any unnecessary columns so it looks like the below
with column 1 is animal ID, and other columns are Combined LAMBPLAN ASBVs

A B C D E F G
1 [0212922025250003  "1.18 .02 260 152 000 ‘08
2 lo212922025250006 "1.33 "0.032.07  To.8s .22 .35
3 lo212922025250008  "2.59 01757 T116 sz o
4 lo212922025250009 7157 T0.12"157 T1.23 042 ‘oes

5 0212922025250010  Z0.70 .00 .46 1.16 ~0.06 0.54

6 [0212922025250012  -0.18 0.07 .87  "1.35 T0.64 0.34

4. Savethe file asa comma-separated variable (.csv) file or a text (.txt) file. Load your animals
into MateSel like normal, checking in the ‘modify animal’ section that the custom column
Combined LAMBPLAN ASBVs have loaded in successfully.

5. Fill in your groups and parameters according to your breeding program logistics

Run a basic run with just the index first (as always)

7. Forthe second run, turn the Combined LAMBPLAN traits on by activating the appropriate
traits in the ‘Traits’ tab, ensuring you define the appropriate ‘control types’ and

‘weighting’ based on your own breeding objective
Set Run: MateSel Module record ng

Animal Lists Mating Groups Run Parameters Iraits End Uses

o

* Note that you can only add up to FIVE traits.

v Add trait to run v Add custom column to run

null (active)

Trait name: null

isTrait order: in/1

Active: v

Control type: | Increase Mean v

Weighting: |1

Lovae [ oo

8. Run MateSel and download the output files

9. To find the expected progeny result for the custom column Combined LAMBPLAN ASBVs,
you will have to manually calculate the mid-parent by doing a vlook up in excel of the
custom ASBV/index values based on parents MateSel recommended joining

Please contact Sheep Genetics if you have any questions
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Future considerations: There will be a tiered release of traits for
the Combined LAMBPLAN analysis, so keep an eye out for
communications around when new tiers of traits will

Scan for the latest

be information on
Combined LAMBPLAN

available.

All ASBV trait groups and selection indexes are expected to be
released by 2026.

Once all traits are released, a detailed guide on how to use
MateSel for Combined LAMBPLAN and any enhancements made
to MateSel will be released.
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